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[Abstract] Objective To analyze the correlation between systemic immune inflammatory index (SII) and diabetes
retinopathy (DR). Methods A total of 668 patients with type 2 diabetes mellitus (T2DM) admitted to the endocrine de-
partment of author’s hospital {rom January 2021 to December 2022 were selected, patients were divided into pure T2DM
group (n=505) and T2DM combined DR group (n=163) according to results of fundus examination. The fasting blood
routine test was performed among all patients to obtain neutrophil counts, lymphocyte counts and platelet counts, SII val-
ue was calculated and the correlation between SII value and DR was analyzed. Results The course of disease, glycosylat-
ed hemoglobin (HbA, ¢), haemoglobin glycation index (HGI) ratio and SII index in T2DM combined DR group were all
higher than those in the pure T2DM group, and the estimated glomerular filtration rate (eGFR) level was lower than that
in the pure T2DM group, and the difference was statistically significance (all P<C0. 05). The binary Logistic regression a-
nalysis showed that the risk factors for DR in T2DM patients were long course of diabetes mellitus, high HbA, ¢, high
HGI, and high SII, while high eGFR was the protective factor for DR in T2DM patients. Conclusion The SII significant-
ly increases in DR patients and was positively correlated with the occurrence of DR, which can be used as a new laboratory
indicator to predict the risk of DR in T2DM patients in clinical practice.
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Table 1 Comparison of clinical data between the two groups
) 4fi T2DM 4 T2DM 43 DR 4

nH $<4iz:5()5)ﬁ <n213§3> B t/y P&
PEM (%) ]

3B 314(62.18) 101(61. 96) 0. 002 ~0. 05

5°q 191(37. 82) 62(38. 04)
W (S Es) 49.13+ 5.58 49,78+ 5.74 = 1. 266 =>(. 05
R (AE 2+ 5) 5.38%1  1.41 9.67% 2.75 -19.122 <<0. 05
BMI(kg/m?,x £ s5) 23,62+ 3.48 23.34%  3.21 0. 948 =0. 05
Wz R s (2 (%) ] 245(48.51) 87(53.37) 1. 164 =>(. 05
FPG(mmol/L,z % 5) 7.79+  2.14 8.38+ 2.33 —2.866 =>(. 05
HbA (%, 7 £5) 7.51+ 2.26 9.14+ 2.58 -7.221 <0. 05
AST(U/L.x %) 21.58% 6. 41 22,14 6.73 —-0.934 >(. 05
ALT(U/L.x%5) 21.74% 8.38 22,36+ 8.72 -0.797 =>(. 05
SUA (pmol/L.z * 5) 367.37£103. 58 355,82+ 99, 64 1.274 =>0. 05
TC(mmol/L,T*5) 5.32+  1.19 5011+ 1.04 2.161 =0, 05
TG(mmol/L,z £ ) 1,60+ 0.22 1,62+ (.27 - 0. 858 >(. 05
Ser(pmol/L.x £ 5) 85.26+ 22.17 83.15% 20.84 1. 106 =>(. 05
BUN(mmol/L,z £ 5) 5.89+  1.86 5.92+ 1.88 -0.178 =>0. 05
eGFR[ml/(min*1.73 m?) ,z £ 5] 99,63+ 22.71 89.24% 17.62 6. 074 <0. 05
= HGI2 (%) ] 149(29. 50) 88(53.99) 32. 266 <0.05
LDL-C(mmol/L,x * 5) 2.27+ 0.68 2,36+ 0.72 - 1. 406 =>(. 05
HDL-C(mmol/L.7 £ ) 1,45+ 0,42 1.38+  0.37 2. 030 =0, 05
SI(z*s) 372,62+ 163,28 489,18 £ 178, 39 = 7.401 <0. 05

% 2 it Logistic B34 iRt T2DM £ DR i MmE=
Table 2 Binary Logistic regression analysis of the factors
affecting DR in T2DM patients

A b SE() Wald > P1H OR(95%CD

PR 0.349 0.160 6,201 0.024 1.421(1.305~2. 442)
HbAic 0.442 0.170 12,695 <C0.001 1.553(1.492~5.117)
eGFR =0.021 0.010  5.938  0.023 0.972(0. 872~0. 994)
HGI  0.394 0.128 10.523  0.001 1.470(1.226~4. 628)
SII 0.316 0.147  6.535  0.018 1.248(1. 164~2.275)
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